Supplemental Information

Supplemental Experimental Procedures Quantification of relative fluorescence intensity in MCCs
All analyses were performed with ImageJ (National Institutes of Health) (for the image analysis), SciLab (Scilab Enterprises), and R (The R Foundation) (for the statistical analyses and plotting).
At least 300 linear ROIs were analysed in more than 5 cells for each developmental stage. The length of each ROI was set as 4 μm, perpendicular to the cell surface. The midpoint was set at the cortical actin. After the measurement of fluorescence intensity in each ROI, the normalisation and the average relative intensity calculation were performed with a custom program written in R.
Functional analyses of MCCs
For the analyses of cell area, number of cilia/cell, and MCCs/total cells, the fluorescent signals of ZO-1, centriolin, and Odf2 were used as indicators of the cell boundary, ciliary basal bodies, and ciliated cells, respectively. Images were acquired with an Orca-ER CCD camera (Hamamatsu) with a BX51 (Olympus) 40× objective. The cell area of each image was calculated after banalisation, which was based on watershed segmentation. The cilia were counted with local maxima selection. For the cell area and MCC ratio analyses, at least 1,000 cells from three different experiments in each developmental stage were analysed. For the cilium number analysis, at least 100 MCCs from three different experiments in each developmental stage were analysed. (related to Figure 4) 
